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Abstract

The part of the DNA now most commonly used for taxmic purposes for bacteria is the 16S rRNA gehe. T6S
rRNA gene is universal in bacteria, and so relaiops can be measured among all bacteria. The RE8 gene
sequence is about 1,550 bp long and is composbkdtbfvariable and conserved regions. The genede kenough,
with sufficient interspecific polymorphisms of 168BNA gene, to provide distinguishing and statidticaalid
measurements. Universal primers are usually chasesomplementary to the conserved regions at thiefieg of
the gene and at either the 540-bp region or atttieof the whole sequence (about the 1,550-bp mggamd the
sequence of the variable region in between is deedhe comparative taxonomy. Several sequence-aanmgp
software packages are available. We generally us@toprietary software that comes with the Micip&eethod.
Other common software packages are BLAST (1), andig?(30, 31; Phylogeny Inference Package, Uniwgef
Washington). BIBI, a bioinformatics bacterial idiication tool, has recently been developed to difpmnd
automate bacterial identifications using DNA seq@eAnalysis. An excellent website that compare$ aPthe
phylogeny software packages and 16 free servetsatigaused in generating dendrograms. Using BLABNea
without phylogenetic data would not be approprieteperform bacterial identification. This programantbines
similarity search tools in the sequence databasgéphylogeny display programs. In this study, wekfied thel6S
rRNA gene sequence of the cellulose-producing aceatid bacteria which were isolated from natureubing of
universal primers. After sequencing, the unknowaistsequences were aligned with 16S rRNA geneesempof
all the bacteria which exist at GenBank by usingBtBl Database. The comparison of the 16S rRNA gene
sequences and generating phylogenetic tree alldffesemhtiation between organisms at the genus lacebss all
major phyla of bacteria, in addition to classifyisigains at multiple levels, including what we noall the species
and subspecies level.

Key Words: 16SrRNA gene, universal primers, Bioinformatic software, Bl Bl Database, phylogenetic tree.



