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Abstract

In previous decade, that was high grows of invesiig in field molecular and cellular biology and
biotechnology and every year more information aaldt.t That year, we witnessed to research genomic
projects in human, rice, Arabidopsis and ... that i@en much content information to researcher, has
added other enquiry of genomic, and has opened feaysany techniques such as DNA micro array and
proteomics. With much information, databanks wounkkd for analysis of discovered new sequence
protein and genes. In agricultural sciences witkishsof techniques QTL, proteomics, and molecular
marker and ... by use of databases and with ana{gjsnomic projects such as EST, STS, and SNP.and..
to discovering new sequences of protein and ganesto finding relationship between genomic and
morphological markers and also to assist projecgenomic to prepare primer result in gene amaifimn

or specific region of DNA for finding polymorphisim plant and animal species, gene cloning and
transformation. Till 2001 there is 281-335 datakbemworld and will add to them and till 2002 hasated
genome sequence more 800 organism and have pldeedlBon sequence to databanks
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