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Gere Geno_mic Number of sequences

location Animals Plants Protists Fungi
COl-barcode Mitochondria 195777 520 1931 410
16SrDNA Mitochondria 41381 221 2059 285
Cytb Mitochondria 88324 165 1920 1084
ITS1-rDNA Nucleus 12175 57693 68839 56675
ITS2-rDNA Nucleus 13923 58065 67332 56349

18S-rDNA Nucleus 21063 17121 32290 33327
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Abstract

In 2003, the researchers of the University of Guelph in Ontario, Canada suggested DNA Barcoding as a tool to
identify species and their relationship. DNA Barcode is a specia conserved genetic sequence of the organisms which
uses as a standard. It is introduced as a proper way in studies on the genetic variation identification in species-level
differences and on the biodiversity surveys and taxon diagnosis as well.

In taxonomy, DNA barcoding is used in common identification of the specimen, however in phylogenetic studies,
DNA barcoding is an initial point in optimum taxon search. Y et, in genetic population, DNA barcoding will provides
some information of the size and genetic variation.

Executing DNA barcoding analysis includes specimen preparation, the laboratory analysis, and identification of
barcode sequence. The data are then placed in a database for subsequent analysis of inter- and intera-species genetic
distance measurement. This technique is enormously useful in studies in medicine, agriculture, food science, natural
resources, ambient and ecology, .
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