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Abstract

A major challenge in molecular biology is to understand the mechanisms that regulate the expression
of genes. An important step in this challenge is the ability to identify regulatory elements, notably the
binding sites in DNA for transcription factors. These binding sites are called motifs.

In this paper a new genetic algorithm for finding unknown dyad motifs in a given set of sequences is
presented. Not many algorithms for finding dyad motif are presented in the literature and no genetic
algorithm is given till now. In our genetic algorithm a novel multi-objective fitness function is
employed for the selection of best individuals. The fitness function is designed based on instance
consensus motifs and position weight matrix. The algorithm is tested on the different sets of real data.
The result of algorithm is compared with the result of two well known algorithms MEME and
AlignACE.
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