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Abstract

Classification assigns a discrete value named label to each sample in a dataset regarding its feature values. In this
research, we aim to take some datasets into consideration which contains a few samples whereas a huge amount of
features are provided for each sample. Most of biological datasets such as micro-arrays has this property. The
fundamental contribution of this article is a fuzzy approach of clustering features proposed by Wai-Ho Au et.all
which is utilized to select the best features (genes) due to classify such datasets. Our proposed method has two
advantages over the crisp method. On the one hand, it leads to more stability and faster convergence; on the other
hand, it improves the accuracy resulted by the classifier using the selected features. Moreover, in this paper a novel
method has been proposed for the discretization of continuous data using the fisher criterion. The proposed method
has reached a considerable improvement in comparison with the crisp version. The leukemia dataset has been used
in all experimental results.
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