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[5.7, 12] [5,13.1] [12, 17]
)
T - [84°, 95°] [80°, 90°] [120° 142°]
#
JS
2 [84°, 95°] [80°, 90°] [120°, 142°]
[36° 63°] [50°, 78°] [-180°,-132°]
s gle 5s, 5 PSE 53 el o & heices L annss =l amlie 2] g
Lo S, TP TN FP FN x % Sl a5 CC
PSE_PDB 452685 672894 67040 31798 1224417 9193 934 87.1 0.83
PSE_DSSP 362397 697247 157272 7501 1224417 86.5 97.97 70 0.74
PSE _ STRIDE 374139 696737 145531 8010 1224417 87.5 97.9 72 0.75
PDB_DSSP 405696 731721 71664 15336 1224417 92.8 96.3 84.9 0.85
PDB_STRIDE 414622 726579 62738 20479 1224417 93.2 95.2 85.8 0.85
J_<1> sl s, s PSE s sdel Cuws 4, B -strand RS @L“J aclie 3] Jyd
Lo S, TP TN FP FN Jgs % Cewle= yasdl CC
PSE _PDB 240225 749467 42824 191901 1224417 80.83 84.87 55.6 0.57
PSE _DSSP 239374 753633 185705 45705 1224417 81.1 84 56.3 0.57

PSE_STRIDE 244675 751198 180404 48140 1224417 813 83.5 57.5 0.57
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ABSTRACT

The automatic assignment of the protein secondary structure from three dimensional coordinates is an
essential step in the characterization of protein structure. Although the recognition of secondary structure
elements as alpha helices and beta sheets seem straightforward, but there are many different definitions,
each regarding different criteria. We introduce a new algorithm for the protein secondary structure

assignment based on a number of geometric parameters and by using the entropy, the sequence of protein is
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partitioned to segments. Then the secondary structure elements are assigned to each of these segments. It is
shown that if the entropy of a segment increases then the regularity in the structure decreases. So it

concluded that the concept of entropy could be used as a measure of regularity of the secondary structure.

Keywords: secondary structure assignment; entropy; carbon alpha distance; torsion angle
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