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An Algorithm for Haplotype Block Partitioning based on Perfect Phylogeny
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Abstract:

Construction of two haplotypes from a set of Single Nucleotide Polymorphism (SNP) fragments is referred to as haplotype
reconstruction problem. One of the most popular computational model for this problem is Minimum Error Correction (MEC).
Since MEC is an NP-hard problem, here we propose a novel heuristic algorithm based on clustering analysis in data mining for
haplotype reconstruction problem. In contrast to MEC model, our algorithm has polynomial time complexity and could be
applied to large datasets. Based on maximum normalized hamming distance, our iterative algorithm produces two clusters of
fragments; then, in each iteration, the algorithm assigns a fragment to one of the clusters. Our results suggest that the algorithm
has less reconstruction error rate in comparison with other algorithms.
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